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We profiled the serum proteome across three PsA profiles defined by immune
cell profiles to uncover key drivers of inflammation and damage
Figure 2: Pathway enrichment of differentially expressed proteins (DEPs) across cluster 1 and cluster 2 (A) and cluster 1 and cluster 3 (B). Bar plot showing pathways (Y-axis) ranked in
descending order based on gene ratio (X-axis). Dots represent the number of related pathways and the size indicates the significance WNT signalin emerged as a notable pathway in severe PsA phenotype
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